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Bl

AFRAER IR GB/T 1.1—2009 25 H 30 N sl

FAREWMRFES GB 14923 MEARFINE, UL GB 14923 #LE A%k,

ApRAER P EZESYESIE M,

AAAEH 2 E LRSI E AR Z R4 (SAC/TC281 ) AW,

AARAE R P E LR SR S IR B T R SR IR,
APRHERR R A . T EEER LR E AT R T, T EE R E R
FREFEREAN: )], L. HEF . TR,



5 &

SIEY/NR . KRAREL, RETEHRSHARKERE, BETREREKR,
ZHUNEL KBRS RITEAZ, SFEMAEER, BFMEAXE N, KRIEE
HE, LHERMREMEZ ROATEREERN A Ge, ARZREREERRMN SRS
REANCARR 5

AhRAEE R E bR/ BURMEIG IR (E A 45 & 52 2 (International Committee on Standardized
Genetic Nomenclature for Mice ) HlIER (/MR KRS REMZTEE ) (2016 £ 1 BBITHR,
Guidelines for Nomenclature of Mouse and Rat Strains, Revised: January 2016 ),

(B KRR RERMEZTEE) B (DEMRFLEER) M(KRTRGE2EE) &
HM M. (/N RMETERE ) BIRAMTE: Snell (1941), /NEARHEA B G ZER
4: ( Committee for Standardized Genetic Nomenclature in Mice, 1952, 1960, 1976, 1981,
1989, 1996 ), Festing (1979, 1993), Staats (1986 ), Maltais % (1997), 2006 ( Eppig,
2006 ) (KBRS R BIER ) FRIRAK 1992 4£18, i RBIRERREHEZRREHE

( Committee on Rat Nomenclature, 1992 ),



TRHY MR, KRRESEIE

1 EH

AFRERUE T KB EYI/NE IR R I A R
AIREER T/ NR. KA REE,

2 M| A

TFEN AN FAARAERI N BT /08, SR B EIM5 B, X BEMAR
RFEHFARRE, NEREHHREI A, ERHRA (AEIERENE) SR T4
LN

GB 149222 (SLIsh¥y Bt E g mm )

GB 14923 (LInshY) MHRKELRSHYIREREER)

3 RIFMEX

GB 14923 H R AR AREFE L& H F AR,
3.1

HEIEX & segregating inbred strains

R—RrE SN EE S RBFEIFERSREMIELR, B EXRETESEET (B
RIURAZEG ), {BEAREHITIA IR,
3.2

#E1Z3X & collaborative cross strains, CC

ZHRNEAEXR. B— MR ARIMEAEKXA 8NHE (A/], C5TBL/6I. 12951/
SvimJ, NOD/ShiLt], NZ/HILtJ, CAST/EiJ. PWK/PhJ #l WSB/Ei]) MG &EE ., FAR
LEFORES, KA 8 MEARGIAR] 3 MRS, RS R,

4 B EFSE
HERHYIE R T XIEER AR, 2T,

(1) #IA A inbred strains

a) EHIAKL AR recombinant inbred strain, RI
b) E4FIZKEA recombinant congenic strain, RC
c) FRIZYZEHE  collaborative cross strains, CC
d) IEA%A mixed inbred strains

¢) HAZ% advanced intercross lines, AIL

£) FREAITAR  coisogenic inbred strain



g) FERARR (FHKILIEFR )  congenic inbred strain

h) Ytk B ZE  consomic strains or chromosome substitution strains
i) EI3ZF  segregating inbred strains

j) BB A conplastic strains

k) mEBMishY  genetic modified animals

(2) A (JEATHE) closed colony (outbred stock )

(3) Z4%CH# hybrids

5 SRIENRA

51 LHEAEELK/NR. KRSEGZH—TLRER, URIIARLREFHAE M
M KRSR, THELER,

52 SLHEREH 14 4NFE (BFFERE, H{WNE) 4, ATRREEMEE
ENDREKRSRPEEHRIMN .. ZREHMTAL

5.3 FFEARERWFABESALRRAHMS R UTRALRERBRR,

5.4 EFRSCHREAERHERLRSYRERRI (ILAR) SR,

TH 1 ERXIEER

Bl e 2 RNLAR B
J The Jackson Laboratory EEARTHHTI
RI W.L. and L.B. Russell BE
Jr John Rapp AL kRS
Mcw Medical College of Wisconsin LERITREEER
Kyo Kyoto University HA mU#f R

5.5 HELKEAEEFELEYES (CALAS) 44,
2 hERBERD

KRERD AR LA TR
Tlas Institute of Laboratory Animal Science, Chinese Academy 7 [E BRI 2 B2 LR SR T
of Medical Sciences ( CAMS )
Zcas Institute of Zoology, Chinese Academy of Sciences FER SR R
Nfde National Institute for Food and Drug Control R 2 R E TR

6 EXBEHGA

6.1 AR

6.1.1 ERBEMENRA— I EEEAS ML, HAEFETRFEREFZR5HF
HE (BEUKEFRIL) Ao



B3 EXRHGA

WEFR XL ERR EXEH LTER 0]
KREFE MRAFR Mouse strains AKR, NZB, NZC, NZO
KEME Rat strains SR, SS
L €2 N RS Mouse strains 129, 615
KBRHER Rat strains
REFHSHFPHE NRER R Mouse strains C3H, C5S7BL
KRAER Rat strains F344

6.1.2 /MR KBS RMEMBAES, W a2 R0 R XS,

6.1.3 EirLEAMAKRRLHK, WAKE 6.1 62 WHME, WNBERE “129P1/7,
6.14 T220MRFHZXHE, ELXRFVHTMHEWNL, W/ K5 E NEB, NEC.
NZO,

6.1.5 SEZAEA P MREER, INESETRASHREHE. W/NRHE AT (F150),
DBA/1 (F?+90), KEFR ACUN (F159),

6.1.6 BILZZMAEIEEEAR, EEMBHHERZREE/ME, BEEEES ERSHE
MESEARECRA R, /MR R C3H/Hel-ruf (F?425),

6.1.7 WAEYEETMTRALHEE, HLUFESFER, W CSTBL/I0I[SPF], M4
HRUE 5% GB 149222,

6.2 WARKMA

621 FEREERLRFSEEN—KAL, FHELREHK,

622 WHRmAH: O, W/ME& R FL/IRe, FL2Re; QLW =G, BHE—F
AKRE, HL/NEW AHe, Fn/NRER A Heston WHR; CBA/J, Fn/MEURE CBA
(1 Jackson LIE R ; OBFEXALBERIGES: YL A RBELKRE LB L —FM E
HIERRES, FMEFE LR, G/NEU FR FV/1Re FL/4Re,

623 TWRLEHEEEBVFZEFTXHRAHARBLBENG, ERLRTEFTLITER
B, WAESLI =R IS R K5,

624 FEWREM FERES S, AETRSFREEMETREHK, ERMRIL,
625 HBYHPERELDRLGHANFHSR, ZETHEREE,

6.2.6 FEHEEFALET, 4 (R PIMNIRIEZES R SERNRBRETRER,

7. ZHRIFERZREE

71 EHIERR
711 BAEE (ER) ERXRAM—IRFENMKREFREE, PENERE “X”, 78
X ZETE, B () RER, & () &ES.

T4 BHEXZRHGE (1) -ENGH

AW TEREX HCREX

CXB  Recombinant inbred mouse strain derived from a {1 BALB/c (# ) & C57BL/6J (M) 243 TiigH/NEE
cross of BALB/c x C57BL/6]. HIEZ R,




£

712 WEAMERERRNELLZR, A RANESER S NFS /R H 4
JEPE (MGD) 3K, RIFETHIFRA LN Z M BEAEEZRWMNETIUTS .

765 EREXARMGE (2) - HERREKR

28 BXREN R
BXD1, BXD2, Members of the BXD set of mouse RI strains  3EJETF C57BL/6 x DBA/2 XXM/ NRE
BXD3 derived from a cross of C57BL/6 x DBA/2. #iE3E %, BT BXD £,

HXB1, HXB2, Members of the HXB set of rat RI strains derived R ¥fF SHR/Olalpcv x BN-Lx/Cub Z¥3ZH 1,
HXB3 from a cross of SHR/Olalpcv x BN-Lx/Cub. FARREMRERR, BT HXB &3,

713 WE-APRBENESUHFELERE (1CX8), NiTHEFRES " - "BHE5FIEE
F (0 Ccxs-1), YRR,

Twfl6 ERRZRMGHE (3)-BFER

AR EIBY RN
(BXD1/Ty X AXB19/Pgn) F1  An F1 between a female BXD1/Ty  BXDU/Ty MM FUf AXB19/Pgn HEPERZRAE
and a male AXB19/Pgn. —fR,

714 S5E—FRBRAELEETHNEARKR, NAHENGS,

7.1.5 RTEWPEZRMER, ITMEALARRIITER, X&FIRUTFEEHERERZR
(RIX), RRFSHAMEAIMRE F1ABF S 2E k.

7.2 R FR

721 MERKRHMELL “CC” Frk, BER M40, —5FHE, REREEIX
MR ERG, WFHEMERR, # TR B LR =R,

w7
£ =g -3 R EY
CC0058/Unc Collaborative Cross strain 0058, developed at 0058 B-HRIZ¥A/NR, BILF 5K K5
University of North Carolina. B,

722 HFBAZZeMR, AR (CC) RHATEAL, XL FI ABRERAILZE
R (RIX), ARASHAIAE A ZR A F1AHREIT A A6

i 8
2R HIENX RXEX
(CC0012/Unc X CC2134/ F1 between a female CC0012/Unc mouse  CC0012/Unc MM/ CC2134/Geni 114
Geni ) F1 and a male CC2134/Geni mouse. INRZRE 1R,

7.3 RBER
73.1 FREFHEZINERBEXVHEHBOERR, THAXINREANKNEEBREas,
S-SRI,



732 WARMBFEME/ HERR, B—T0SHHRRBRMEYSEEE, 2550
M RBIRAUR, FRAPEXTAUAR ES MR K B ARSI

=Bl BERMGE (1) -ERGE

A kg 3V HSCRE X
B6; 129-Acvr2tmlZuk A mixed strain derived from C57BL/6J and a —-~3 B CS7BL/6J #1 129 ES 4Hj
129 ES cell line carrying a targeted knockout of ~ ZRIEHF 2 M HEH B devr2 A
the Acvr2 gene. HRER.

B6Brd; B6Dnk; B6N-Tyre- A mixed strain carrying a targeted mutation of — WA HZRA jph3 HEMIES
BrdJph3tmla (KOMP) the Jph3 gene. The mixed strain was derived %, %IRA& F X H: C57BL/6Brd-

Wisi/Mbp from ; C57BL/6Brd-Tyrc-Brd, C5TBL/6Dnk,  Tyre-Brd, CSTBL/6Dnk FI CS7TBL/6N
and CS7BL/6N and is maintained by the Mouse /Mo Bi/DERAHIH UCD (Mbp )
Biology Program UCD (Mbp ) . (S

733 FWENUFKE FETERG REE . BEFEIT,

734 NEALBRERBAFHSRKAOARLRERFTNMRER, HER—LREEEN
EZ U ILE W

735 FERFLEXH, HTFXEGLAURSMATRER, BREBHEZAK (>
F20), BB REHIMNNRIER R,

73.6 RIETF 3 MU LERWERIA RARFERETRWRER, TERENRTBRIER
R, THANE—F “RBE” EXR, W@HMN STOCK, =—4& (TR ) m -Hpr
B RTERaKRE,

B 10 RERMGE (2) - REKR

B RN SRS
STOCK Rb (16.17) An inbred strain of unknown or complex —MiEXH, ¥HARHARELNBRELTR,
5Bnr background carrying the Robertsonian I B{ARE A Rb (16.17) 5Bor HE,

translocation Rb (16.17 ) SBar.

737 BERBEEARER, NETHEHGE,
738 WFFSME, ARHAETRNERRBNTSHTGE, TATFERE,
P11 RARNGE (3) - BERE
&8 HIRL iibe 3%

JIGR/Dn  An inbred strain developed from a mixed background stock — DA R, R EHBEWERDB (KB )
carrying the mutation gr ( grizzled ) and the ji (jittery ) allele  #11 ji (jittery ) M EFHMES R,

of Atcay.

73,9 WEDREE AR MY 5 R — AR F1 2o XS B A SR G R S AR B B R B
REmRE, WA FTARS W ZMERTHE, HEATE FI7 B4R, ZERHEY
B R R AR TS



12 BRARMGE (4) - HEH

B FEITRNX e 3
B6C3Fe a/a-Dh The Dh ( dominant hemimelia ) mutation is DH (EBHEIMIE ) RE/IRRR, BELE
maintained by crossing to a (B6C3Fe a/a) F1 at {RBR (B6C3Fe a/a) F1 74218, {RiZH
each generation, but the stock itself is not an F1. EAEGAEF1{L,

7.4 BEHRRKR
Im.ﬁﬁﬁ%@ﬁﬁ1W%A%Hﬁﬂxw%lﬁ(&%%@ﬁ%ﬁgﬂ&?ﬁ%@x
BRI, F2 AREIZE—MH 12.5% )o

742 YUIEIEARRBIGE FAREIL R RWBUER, RC MERMNSEMIEZ TR,
743 [EIR F1 AR BAIESN T OOk R M F2 .

744 BWEFXREZ (N3, 40T F6) £ 14 ARRZE (F14) FERNRRTR 7L
ERFo

=B 13 EARERMN®E

A HREN R REX
CcS Recombinant congenic strain between BALB/c  —ME BALB/c 24 STS #fi)/MRELUEIR,

recipient and STS donor.

745 RC RANMFHAPMNERRZRMKEFEREERGS, ZEER, HFRANEFR
W, RETHEERANZE RC MARRTFFS, #H, CeS1. CeS2. CeS3:

746 WEANRERFEEURFSEE (U0 129P2), NEAEEFREEL S FIISRAT,.
75 HEXA

751 EARZ (AIL)ESEgr 2 MEXRM 2R, RESEANERIIRETIRE,
(BRI MIAC D . XARHA B RR R BRI PR B AR,

752 WATNAEETZMANIRERY. B, UASRIANHMELRAEE,
R EEEEAEE. B ERN G3. G4%, U R ARBHERIERMIAEF kL,

6l 14 EXREHSER

£ - 30 RTEX
Pri: B6, D2- This is an AIL stock created at Princeton from the XE—EAETH K2 HIEN AIL & &,
G# inbred strains C57BL/6 x DBA/2. The G number will  Hi C57BL/6 x DBA/2 X T8, G #¥s e
increase with each generation. B,

8 BAERTEXR. BESNEIZRENSBEX ARG S

8.1 MFERASER A
8.1.1 [FERTIERLEAMAGSEZS (EYUN, UERTESS) S NEEFL REHAR)
ERENEEATHKER,



615 REIRRLEEZRAGE (1) -EHGE

£ BESCREN HSENX
129S7/SvEvBrd- A targeted mutation of the Fyn gene was produced & Fyn $UEFHRAH/NEA R, #HHANE
fmiser using the AB1 ES cell line derived from 12987/ 12957 / SvEvBrd /MY AB1 ES 4IME . %
SvEvBtd. Chimeric animals were mated to 12987/ &4&zh ¥ #1 12957 / SVEvBrd /N L, B
SvEvBrd and the allele subsequently maintained JE{RIFZRIEEERER,

Fyn

on this coisogenic strain.

8.12 FERUHENAT, XUIPRSMRTERGRE, XEKRE LM ROGEANERRE
AR, WARME—/NRECK R EERE,

Tl 16 RRERRTEZRNGFE (2) - RERE
2R ke 3V FRCIEY
CS5TBL/6J-Agp2™  The congenital progressive hydronephrosis mutation 48 R B BUKEH =T /MR &,
in the aquaporin 2 gene arose on the CS7BL/6J strain.  CS7BL/6J /MR AI/KFEE L 2 &
It is & coisogenic strain, but because homozygotes are R4, XE—IMHEERTHE, U

generally juvenile lethal, the strain is maintained by  Agp2cph/+ x Aqp2cphi+ Z4& T IRAR
breeding heterozygotes Agp2cph/+ x Agp2cphl+. o

8.1.3 NANERIRRBRKERAEZ G HE2EARE, WAERZNNRBUSE NS "+ g
IR ERERE, W F110+F23: FR T 110 REAREE, U E 23 12,

8.2 REFALXHR

82.1 FEEBSEMHRY P HIBRRERFERARN, NaERE, URHTHEMRR2 M
HIFMCHERA MR, HTRERESFARTEBRTIRIES, SRAREE T RA
[FTANE, B R B W ek RIYR S A R 3SR .

822 FESALEXRARAT=HIHNBENFASME. AERMA (background strain )
AR LA R (donor strain ) BFR, “FHEL “-” HERR, TREZRLZHRW
JEAM EHFREHEFESFS, HEUEFS “—” Mo, #li, B10.129-H12b —
C57BL/10 /MR L8 — B 1297 kB H HI2b, KRIRABEFAER RN WL 5F
TRAZIR AR ML, 10 LEW/N-mu; W0 FRARSHEENF N E—RLE “+7 5, W
LEW/N-rnu/+,

823 X FERAETRAEMRAERMABELR, Fln, MARER, RERY, BE—~1
F1 Z%%h, NSAEH Ce M5k fmiX R s G RIR, MHMARSE Ce X T X4
FEFARMBERERIEFEE, Cg W HTRFESHFZZHARESARTEE
BFHMR, XWMEERARBLSHSR—EETRES, BN B HAELES
Fo Cg WATATRETAANPUAR LS EF MBI, EREFESA ROEE AR H A
SR, EAAE CoEMAMER, RHUDRBFHHENEMRERNEG LR, =
ERARRLFHEDE NN EE R BERERM



717 RERSNEZRHISE (1) - EASE

B BTN TR

B6.AKR-H2* A mouse strain with the genetic background of CS7BL/6  —/MH C57BL/6 & BRI /NELA
but which differs from that strain by the introductionofa &, M AKR/IJ/PEMBFFIAT H2*
differential allele ( H2* ) derived from strain AKR/J. LhEA,

SHR.BN-RT!" A rat strain with the genetic background of SHR but —#74 SHR AT RN KRRE,
which differs from that strain by the introduction of a M BN KB G RS AT RTI"EH
differential segment ( RT1" ) derived from strain BN. B,

ACLBUF-Purl/Mna A rat strain with the genetic background of ACI onto — A ACI BETRIARRE,
which a segment from the BUF strain containing M BUF KRB ETEIAT Purl R
the Purl QTL has been transferred. HEREREREE R B,

B6.Cg-Kit"*™ Gpil® A mouse strain with the genetic background of — > #f & C57BL/6 1% 15 & & 9 /)

C57BL/6, but where the donor strain is mixed,
the Kit allele originating from C3H/HelJ and
the Gpil allele originating from CAST/Ei.

RMER, SEHEARELR, WA
C3H/Hel /MRS R B Kit S E A
CAST/Ei /NSURH R Gpil B EEH,

8.2.4 IR FMHEE EHT R SUEMILINER, RS TR NERS R
A, IB2aXEANEHRARNENTH S MLEERBY R X4, Flin, C.B10-H2%1Sn,
C.B10-H2%/28n,

825 WS, REAREEXR. VHEFARIAZFRBRESFAEX AT EEA R HE
SETE FE RAMAZ SN BN R TR,

82.6 XMTEANMMMBRANTE, TELEXRUABERARBFEMES, BEES Lix
MARE., 240, RETCRMMMNS R WA A Cg INFES /il ZHAH Ce FR,

NRIAKIE B o
G118 BFESANEZANGE (2) - WHIRER
2R HEXBEX BN
B6 (C) -mut A mutation originates on an inbred (e.g., C57BL/6J), RAE¥XB T —EZE (FHn,

B6 (Cg) -mut

C.129P ( B6 ) -Ij2™"Her

is crossed out to or onto another background (e.g.,
BALB/c ) and then is crossed back onto the original
background.

A mutation arose in C57BL/6, was crossed onto a mixed
or undefined background, and then was backcrossed
back onto the original C57BL/6 background.

A targeted mutation created in a 129 ES cell line and

transferred from a B6; 129P mixed background to

BALB/c.

C57BL/6)), WA —IERFR (Fl
M, BALB/c) 43¢, SRBIRFIAR
R,

KA H CSTBLI6, ZAFBEH
FHAFRMDMRRR, REREHR
9 C57BL/6 & R EAZ,

129 ES 4l s 482248, BB/
F B6; 129P i % & & iy BALB/c
N

827 HELKLFEBMPGKF BT ERELZA DNA AR E, A5 M
ETHSNGEER B RIEAMBZARARC, A EER B, JFRERMFRT,



19 BESNEXRHIGE (3) -DNA LRRE

A BN X
B6.Cg- (D4Mit25- A congenic strain made by introducing into CS7BL/6] —AFRSAERZR, H—BEk a3
D4Mit80) /Lt a segment of chromosome 4 from an outbred or mixed ~MIBIIBEG RN (=Cg) K 4 S
strain (=Cg ), extending between the two defined KSR A CSTBL/6I /MR, PIBMAR
markers. ito

B6.CBA- ( D4Mit25- A similar congenic strain in which the donor —REIWRIEFAERR, Hikd
D4Mit80 ) /Lt chromosomal segment comes from the CBA/J strain.  f{& A B:3k A CBA &,

8.2.8 FEZABHFMCIURSS N BT A MBIEALART, XIFABRE EIRAb
BRI RERI AR E, HR—RARLRERER TSE RS BERL
7, MR LRI, FFIS ML ERE, EULRX S,

829 TERBIRANERRAHRE, HUNEKEERREZAL, 0 NIOF6 =% 10 LK
JERLSUHRAERE 6 e 5946, BE AT EARETTH NE (N equivalent) ZEFFRR,
W NE10, FRYKEEEEEZIERTRERN, 23 10 BHERSMERRIKE 4E6F,
AFT—RIEZ (2048 ) Hl Bz E R SRR BOR AR FRE S AR, SRS E %k
BIEFAZABZE, WNIOF6, 10 RE3ZHE 6 RAWKIER; NEI2F17, #f& L% T
12 REAZ M~ B S BB RER, BETFRE 17 RELIRACHED . Y5 E F bk R R
SAERNEWH/NT 108, N ZERSEHERRE, BN (6),

8.3 RfafkBEMAR (MRERER)

83.1 HfafkBHA

83.1.1 P —ERLAEARIE AR —MIXRIEETN . SERBRFAR—H, B
FE 10RE3E, FIRMNE 1 R, XTFEROME, HUESIERERE BRI %
AR gu e AR S AR B 2 AR e etk & A A

8.3.12 Hufo{kE % R4y 4 75 8 HOST STRAIN-Chr #°ONO% STRAN 41 C57BL/6J-Chr
19%% g M. spretus BI%E 19 Yefa ik M2 F B6 M@K ERR

720 REHBERRNGHE

B e 3% HSTRE
SHR-Chr ™" In this consomic rat strain, the Y chromosome XA HEEEHR AR LR, M BN
from BN has been backerossed onto SHR. KB Y 3 a4k B 38 8 SHR K B
i,
C57BL/6J-Chr 19 In this consomic mouse strain, a M.sprefus XAPPBKEBHNEMHE, Mspretus
Chromosome 19 has been backcrossed onto /IR 9 SYefa kB35 E) CSTBL/GI /M
C57BL/6J. [k

C57BL/6J-Chr'** ™ 3P5A In this consomic mouse strain, Chromosome XAPEEBER/NEMHSE, AT/PE 1
1 from the A/J strain and Chromosome 3 from 5 44 {84k 1 DBA/2] /NRR 3 B e fa ik
the DBA/2J strain have been backcrossed onto  [HIZZE| C57BL/6T /NS
C57BL/6J.




- L

83.13 BEIAARBHEALAKN-IRERBI LS —MER, EREE4Fej ikt
ML . BIEN, PWD/Ph MAG GRS 8] CSTBL/6T i F Y — R Yo {4 7Y 42 4
/R, Chr 11 # Chr X AEe# S MR,

83.14 R T XMEMFIG AL NP ER B 54, KEBAFRREA-HH 1,
2. 3%, Hitt, XAMFEYEAAIIER Chr 11 B9—2B4 4. CSTBL/6J-Chr 11.1PWD/Ph/Forel,
83.1.5 RERGAMRERREMESHIET ik LSRFESARRAL, 7RG A ki
2, BERHBFAESRES, WAZERMARAETNSER, FRHERETHERER,
83.1.6 LHPFMAATFERE, ROaEFER/ BFUKIRIERME, XHERR Y@k
PRRFF RSN B RS,

8.4 EIEZR

84.1 AEIEZXRMA SHMIEL R, BEEE A SRS R E B —E
(0.8.1, FHRERAEZR ).

842 YAoBHEIOSMERNRIZRER RN MBI, BREHKPATFEEAE
7 (B 21 )o

w21 SEEXRNGE

B k5 2 308 TN
129P3/J  This mouse strain segregates for the tyrosinase alleles XA/PRMASI BN HAERERBEM AL
albino ( B7° ) and chinchilla ( ") . #EFH (D) FREERE (Tyr ™),
WB/Re  This mouse strain segregates for the dominant white X NMPMRMESEMALktBER (K')
spotting allele of the kit oncogene ( Kit” ) . BERQBAERENER,

8.5 EHBAMNMLITESI GB 14923 HXHME,
9. A (X8 ) WHRFESN GB 14923 HFEME,

10. Z#XEHHTHA

101 /NRECKRB IR HIE RS RTER L ER—80, WA (BRER) M
KREFHES, BE L F1RM%, [ERFZF ATERE LEARR, EiHAZBARR.,

22 RITBEHGE (1) - BNEE

£ RXBEN RS
D2B6F1 Mouse that is the offspring of a DBA/2 mother and /N ZeASEEH DBAR fE R, C57BLOT 1EH
C57BL6/J father. A full F1 designation is (DBA/2N x A% AT i, F1 fi4:#%% (DBA/N x CSTBL/
CSTBL/6] ) FL. 61) Fl,
B6D2F1 Mouse that is the offspring of the reciprocal cross. A Z/NRUXH RN ERRER. FIRR&HKHN
full F1 designation is ( CS7BL/6] x DBA/2ZN) F1.  (C57BL/6J x DBA/2N) Fl,

CBIBD22F1  Mouse that is the offspring of two recombinant inbred 2 /)N B 4% 32 #¥ thy B9 > B 40 30 3T 2 2438 T o
strains, a CXB1 mother and BXD22 father; full F1 CXBI1 {E £, BXD22 ¥ MR AT Ko
designation is (CXB1/ByJ x BXD22/TyJ ) F. F1 {827k ( CXB1/ByJ x BXD22/TyJ ) Fi,




10.2  ZRAHH PR FRE AEMHERRNENR, JIRRARET F1 R 407
o
Bl 23 RXBMGE (2) - H—PRTEF
e eS8 3 R
D2B6F2 are offspring of a D2B6F1 intercross. D2B6F1 Z38jaft.
B6 ( D2AKRF1) are offspring of a (DBA/2 x AKR/T) F1  (DBA/2 x AKR/T) F1 4E AR, CSTBL/6Y Vet

male backcrossed to a CS7BL/6J female.
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